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3 <110> APPLICANT: Bramley, John A. 

4 Plant, Karen J. 

5 Kerr, David 

7 <120> TITLE OF INVENTION : TREATMENT OF STAPHYLOCOCCUS INFECTIONS 
9 <I30> FILE REFERENCE: Mastitis 

11 <140> CURRENT APPLICATION NUMBER: US/09/69 8,57 9 

12 <141> CURRENT FILING DATE: 2000-10-27 
14 <160> NUMBER OF SEQ ID NOS : 10 

16 <170> SOFTWARE: Pa ten tin Ver. 2.1 
IB <2.10> SEQ ID NO: 1 

19 <211> LENGTH: 14 86 

20 <212> TYPE: DNA 

21 <213> ORGANISM: Staphylococcus simulans 
2 3 <4 00> SEQUENCE: 1 

24 ocggaactct: tgaatgttta gttttgaaaa ttccaaaaaa aaacctacct tcttaatatt 60 
2 5 gattcatatt attttaacac aatcagttag aatttcaaaa atcttaaagt caatttttga 120 
2 6 gtgtgtttgt atatttcatc aaaatcaatc aatattattt tactttcttc atcgttaaaa 18 0 

27 aatgtaatat ttataaaaat atgctattct cataaatgta ataataaatt aggaggtatt 24 0 

28 aaggttgaag aaaacaaaaa acaattatta tacgagacct ttagctattg gaotgagtac 300 

29 atttgcctta gcatctattg tttatggagg gattcaaaat gaaacacatg cttctgaaaa 36 0 

30 aagtaatatg gatgtttcaa aaaaagtagc tgaagtagag acttcaaaag ccccagtaga 4 20 

31 aaatacagct gaagtagaga cttcaaaagc tccagtagaa aatacagctg aagtagagac 480 

32 ttcaaaagct ccagtagaaa atacagctga agtagagact tcaaaagctc cagtagaaaa 54 0 

33 tacagctgaa gtagagactt: caaaagctcc ggtagaaaat acagctgaag t.agagacttc 600 

34 aaaagcccca gtagaaaata cagctgaagt agagacttca aaagccctgg ttcaaaatag 660 

35 aacagcttta agagctgcaa cacatgaaca ttcagcacaa tggttgaata attacaaaaa 720 

36 aggatatggt tacggtcctt atccattagg tataaatggc ggtatgcact acggagttga 780 

37 tttttttatg aatattggaa caccagtaaa agctatttca agcggaaaaa tagttgaagc 84 0 

38 tggttggagt aattacggag gaggtaatca aataggtctt attgaaaatg atggagtgca 900 

39 tagacaatgg tatatgcatc taagtaaata gtaggagatt gtaggagatt atgtcaaagc 960 

40 tggtcaaata atcggttggt ctggaagcac tggttattct acagcaccac atttacactt 1020 

41 ccaaagaatg gttaattcat tttcaaattc aactgcccaa gatccaatgc ctttctt.aaa 1080 

42 gagcgcagga tatggaaaag caggtggtac agtaactcca acgccgaata caggttggaa 1140 

4 3 aacaaacaaa tatggcacac tatataaatc agagtcagct agcttcacac ctaatacaga 1200 

44 tataataaca agaacgactg gtccatttag aagcatgccg cagtcaggag tcttaaaagc 1260 

45 aggtcaaaca attcattatg atgaagtgat gaaacaagac ggtcatgttt gggtaggtta .1320 

46 tacaggtaac agtggccaac gtatttactt gcctgtaaga acatggaata aatctactaa 1380 

47 tactttaggt gttctttggg gaactataaa gtgagcgcgc tttttataaa cttatatgat 1440 

48 aattagagca aataaaaatt ttttctcatt cctaaagttg aagctt 1486 

51 <2I0> SEQ ID NO: 2 

52 <211> LENGTH; 3 88 

5 3 <212> TYPE: PRT 

54 <213> ORGANISM: Staphy locccus simulans 

56 <4 00> SEQUENCE: 2 

57 Met Lys Lys Thr Lys Asn Asn Tyr Tyr Thr A.rg Pro Leu Ala lie Gly 

58 I 5 10 15 

60 Leu Ser Thr Phe Ala Leu Ala Set He Val Tyr Gly Gly lie Gin Asn 
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135 <212> TYPE: DMA 

136 <213> ORGANISM : Staphylococcus simulans 

138 <4 00> SEQUENCE: 3 

139 gccgcaacac atgaacattc agcacaatgg ttgaataatt acaaaaaagg atatggttac 60 

140 ggcccttatc cattaygtat aaatggcggt atgcactacg gagttgattt ttttatgaat 120 

141 attggaacac cagtaaaagc tatttcaagc ggaaaaatag ttgaagctgg ttggagtaat 180 

142 tacggaggag gtaatcaaat aggtcttatt gaaaatyatg gagtgcatag acaatggtat 240 

143 atgcatctaa gtaaatataa tgttaaagta ggagattatg tcaaagctyy tcaaataatc 300 

144 ggttggtctg gaagcactgg ttattctaca gcaccacatt tacacttcca aagaatggtt 360 

145 aactcatttt cacagtcaac tgcccaagat ccaatgcctt tcttaaagag cgcaggatat 420 

146 ggaaaagcag gtggtacagt aactccaacg ccgaatacag gttggaaaac aaacaaatat 480 
14 7 ggcacactat ataaatcaga ytcagctayc ttcacaccta atacagatat aataacaaga 540 

148 acgactggtc catttagaag catgccgcag tcaggagtct taaaagcagg tcaaacaatt 600 

149 cattatgatg aagtgatgaa acaagacggt catgtttggg taggttatac aggtaacagt 660 

150 ggccaacgta tttacttgcc tgtgagaaca tggcagaagt ctactaatac tctgggtgtt 720 

151 ctgtggggaa ctataaagtg a 741 

154 <210> SEQ ID NO: 4 

155 <211> LENGTH : 1520 

156 <212> TYPE: DNA 

157 <213> ORGANISM: Staphylococcus simulans 

159 <4 00> SEQUENCE: 4 

160 tgtgtgcgtg ctcccattcg ttcatgctcg ccacgcgcac ggccgcgctt tgcgacgcga 60 

161 tcgcgcaccg tgtgaaccgc attgaggaat ggccgttcgg caagcgcatg tacggcctcg 120 

162 atttgaacgt gcgtcgcacg acagcgtcgc gcccgcygtc agagticcggc gcccycggta 180 

163 tacggacagc gatcgcggcg tccgccgatg acgaacggtc gtgcgcgtca gtcgcatgcg 240 

164 ccgctcgccg ctggcgttcc ggcttcgcgg gcgcagcgcg gtccaccact ottcaaacgt 300 

165 ctttctcggg agcagcatat gaagaagatt tccaaggcgg gactggggct ggcgctggtg 360 

166 tgcgcgctgg cgacgatcgg cggcaacgca gcgcgcaggg ccacggctca gcggcgagga 420 

167 tctggtgtat tctacgacga gatgttcgac ttcgacatcg atgcgcatct ggccaagcat 4 80 

168 gcgccgcatc tgcacaagca ctcggaagag atctcgcact gggccggcta cagcgggatc 540 

169 agccgaagtg ttgatcgcgc tgatggayca gcagagcgcg cggtcacgcc aagcgcgcga 600 

170 cgaatcgtcc gttcgycaag ctggcgcgcg ccgacggctt cggcgcgcag acccgcgagg 660 

171 tcgcgctggc gctgcgcgag tcgctgtacg agcgcgatcc cgacgcgcca aggggccggt 720 

172 gacgctggcc cgcgccaatc cgctgcaggc gctgttcgag cgttccggcg acaacgagcc 780 
17 3 ggcggccgcg ctgcgcggcg acggcgagtt ccagctggtc tacggccgcc tgttcaacga 84 0 

174 accgcgccag gccaaggcgg cttcggaccg cttcgccaag gcoggcccgg acgtgcagcc 900 

175 gtgtcgccca acggcctgct gcagttcccc ttcccgcgcg gcgccagctg gcatgtcggc 960 

176 ggcgcccaoa ccaacaccgg ctcgggcaat tacccgatgt cgtcgctgga catgtcgcgc 1020 

177 ggcggcggct ggggcagcaa ccagaacggc aactgggtgt cggcctcggc cgccggctcg 1080 
.178 ttcaagcgcc actcttcgtg cttcgcggag atcgtgcaca ccggcggctg gtcgacgacc 1140 

179 tactaccacc tgatgaacat ccagtacaac accggcgcca acgtgtcgat gaacaccgcc 1200 

180 atcgccaacc cggccaacac ccaggcgcag gcgctgtgca acggcggcca gtcgaccggc 1260 

181 ccgcacgagc attggtcgtt gaagcagaac ggcagcttct accacctcaa cggcacctac 1320 

182 ctgtcgggot atcgcatcac cgcgaccggc agcagctatg acaccaactg cagccggttc 1380 

183 tatctgacca agaacggcca gaactactgc tacggctatt acgtcaaccc gggcccgaac 1440 

184 tgaggctcgc cgcgtgcgtt gcccgcgtcc tcaagcgccc cacgcgcggg gcgcgggcac 1500 

185 cggccgggtc aggtcgaatt 1520 

188 <210> SEQ ID NO: 5 

189 <211> LENGTH : 4 80 
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190 <212> TYPE: PRT 

191 <213> ORGANISM: Staphylococcus simulans 

193 <400> SEQUENCE: 5 

194 Met Lys Lys Thr Lys Asn Asn Tyr Tyr Thr Thr Pro Leu Ala lie Gly 

195 1 5 10 15 

197 Leu Ser Thr Phe Ala Leu Ala Ser He Val Tyr Gly Gly He Gin Asn 

198 20 25 30 

200 Glu Thr His Ala Ser Glu Lys Ser Asn Met Asp Val Ser Lys Lys Val 

201 35 40 45 

203 Ala Glu Val Glu Thr Ser Lys Pro Pro Val Glu Asn Thr Ala Glu Val 

204 50 55 60 

206 Glu Thr Ser Lys Ala Pro Val Glu Asn Thr Ala Glu Val Glu Thr Ser 

207 65 70 75 80 
209 Lys Ala Pro Val Glu Asn Thr Ala Glu Val Glu Thr Ser Lys Ala Pro 
'210 85 90 95 

212 Val Glu Asn Thr Ala Glu Val Glu Thr: Ser Lys Ala Pro Val Glu Asn 

213 100 105 110 

215 Thr Ala Glu Val Glu Thr ser Lys Ala Pro Val Glu Asm Thr Ala Glu 

216 115 120 125 

218 Val Glu Thr Ser Lys Ala Pro Val Glu Asn Thr Ala Glu Val Glu Thr 

219 130 135 140 

221 Ser Lys Ala Pro Val Glu Asn Thr Ala Glu Val Glu Thr Ser Lys Ala 

222 14 5 150 155 16 0 

224 Pro Val Glu Asn Thr Ala Glu Val Glu Thr Ser Lys Ala Pro Val Glu 

225 165 170 17 5 

22 7 Asn Thr Ala Glu Val Glu Thr Ser Lys Ala Pro val Glu Asn Thr Ala 

22 8 1 8 0 1.8 5 190 

23 0 Glu Val Glu Thr Ser Lys Ala Pro Val Glu Asn Thr Ala Glu Val Glu 
231 195 200 205 

23 3 Thr Ser Lys Ala Pro Val Glu Asn Thr Ala Glu Val Glu Thr Ser Lys 
234 210 215 . 220 

23 6 Ala Leu Val Gin Asn Arg Thr Ala Leu Arg Ala Ala Thr His Glu His 
237 225 230 235 240 

239 Ser Ala Gin Trp Leu Asn Asn Tyr Lys Tyr Gly Tyr Gly Tyr Gly Pro 

240 245 250 255 

242 Tyr Pro Leu G l.y lie Asn Gly Gly He His Tyr Gly Val Asp Phe Phe 

243 260 265 270 

24 5 Met: Asn He Gly Thr Pro Val Lys Ala He Ser Ser Gly Lys He Val 
246 275 280 285 

248 Glu Ala Gly Trp Ser Asn Tyr Gly Gly Gly Asn Gin lie Gly Leu Tie 

249 290 295 300 

2 51 Glu Asn Asp Gly Val His Arg Gin Trp Tyr Met His' Leu Ser Lys Tyr 
252 305 310 315 320 

2 54 Asn Val Lys Val Gly Asp Tyr Val Lys Ala Gly Gin lie He Gly Trp 
2 55 3 25 330 335 

257 Ser Gly Ser Thr Gly Tyr Ser Thr Ala Pro His Leu His Phe Gin Arg 
2 58 34 0 34 5 350 

2 60 Met Val Asn Ser Phe Ser Asn Ser Thr Ala Gin Asp Pro Me L Pro Phe 
2 61 35 5 3 60 36 5 
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